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Nucleotide sequence of the entire envelope gene for the mutant HBsAg 
strain: 

ATGGGGCAGMTCTTTCCACCAGCAATCCTCTGGGATTCTTTCCCGACCACCAGTTGGAT 

CCAGCCTTCAGAGCAAACACCAACAATCCAGATTGGGACTTCAATCCCAACAAGGACAC 

CTGGCCAGACGCCAACAAGGTAGGAGCTGGAGCATTCGGACTGGGGTTCACCCCACCGC 

ACGGAGGCCTTtTGGGGTGGAGCCCTCAGGCTCAGGGCATAACACAAACCTTGCCAGCA 

AATCCGCCTCCTGCTTCCACCAATCGCCAGTCAGGAAGGCAGCCTACCCCGCTGTCTCCA 

CCTTTGAGAAACACTCATCCTCAAGCCATGCAGTGGAACTCCACAACTTTCCACCAAACT 

CTGCAAGATCCCAGAGTGAGAGGTCTGTATTTCCCTGCTGGTGGCTCCAGTTCAGGAACAG 

TAAACCCTGTTCCGACTACTGTCTCTCCCATATCGTCAATCTTCTCGAGGATTGGGGACC 

CTGCGCGGAACATGGAGAACATCACATCAGGATTCCTAGGACCCCTGCTCGTGTTACAG 

GCGGGGTTTTTCTTGTTGACAAGAATCCTCACAATACCGCAGAGTCTAGACTCGTGGTG 

GACTTCTCTCMTTTTCTAGGGGGAACTACCGTGTGTCTTGGCCAAAATTCGCAGTCCC 

CAACCTCCAATCACTCACCAACCTCCTGTCCTCCAACTTGTCCTGGTTATCGCTGGATGT 

GTCTGCGGCGTTTTATCATCTTCCTCTTCATCCTGCTGCTATGCCTCATCTTCTTGTTGGT 

TCTTCTGGACTATCAAGGTATGTTGCCCGT7TGTCCTCTAATTCCAGGATCTTCAACCAC 

CAGCACGGGACCATGCAGAGCCTGCACGACTCCTGCTCAAGGAACCTCTATGTATCCCT 

CCTGTTGCTGTACAAAACCTTCGGATGGAAACTGCACCTGTATTCCCATCCCATCATCCT 

GGGCTTTCGGAAMTTCCTATGGGAGTGGGCCTCAGCCCGTTTCTCCTGGCTCAGTTTAC 

TAGTGCCATTTGTTCAGTGGTTCGTAGGGCTTTCCCCCACTGTTTGGCTTTCAGTTATATG 

GATGATGTTGTACTGGGGGCCMGTCTGTACACCATCTTGAGTCCCTTTTTACCGCTGTT 

ACCMTTTTCTTTTGTCTTTGGGTATACATTTAAACCCTAATAAA 

FIG.1 
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Amino acid sequence of the entire envelope gene for the mutant HBV stroin: 



[ pr eS 1 ] MGQNLSTSNPLGFFPDHQLDPAFRANTNNPDVIIDFNPNKOTVff'DANKVGAGAFGL 
GFTPPHGGLLGWSPQAQG I TQTLPANPPPASTNRQSGRQPTPLSPPLRNTHPQA 



[preS2]MQWNSTTFHQTLQDPRVRGLYFPAGGSSSGTVNPVPTTVSPISSIFSRIGDPARN 



[S]M 1 ENITSGFLG 10 PLLVLQAGFF 20 LLTRILTIPQ 30 SLDSWWTSLN 40 FLGGTTVCLG 50 QNS0S 
PTSNH 6() SPTSCPPTCP 70 GYRWMCLRRF 80 1 IFLF ILLLC g{) L IFLLVLLDY^QGMLPVCPL 1 1 1Q PGS 
STTSTGP t 2Q CRACTTPAQG 1 3Q TSMYPSCCCT 1 4() KPSDGNCTCI 1 5Q P I PSSWAFGK 1 6Q FLWEWASA 
R^ 7Q SWLSLLVPF^ 8Q WVGLSPTV 1 go WLSVIWI^LY 200 WGPSLYII LS 21 qPFLPLLPI FF 22Q CL 
WVYI. 



subtype ayw2, genotype D 



Three S substitutions found: 

1. ) Thr to Ala 123 (affects H166 epitope) 

2. ) Trp to Leu 199 (outside "o" determinant) 

3. ) Ser to Thr 207 (outside "a" determinant) 



FIG.2 
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Nucleotide sequence of the small envelope gene for wild type HBV ayw 2 : 

ATGGAGMCATCACATCAGGATTCCTAGGACCCCTGCTC6TGTTACAGGCGGGGTTTT 

TCTGGTTGACAAGAATCCTCACAATACCGCAGAGTCTAGACTCGTGGTGGACTTCTCTC 

MTTTTCTAGGGGGAACTACCGTGTGTCTTGGCCAAAATTCGCAGTCCCCAACCTCCAA 

TCACTCACCAACCTCCTGTCCTCCAACTTGTCCTGGTTATCGCTGGATGTGTCTGCGGC 

GTTTTATCATCTTCCTCTTCATCCTGCTGCTATGCCTCATCTTCTTGTTGGTTCTTCTGGA 

CTATCAAGGTATGTTGCCCGTTTGTCCTCTAATTCCAGGATCATCAACCACCAGCACGG 

GACCCTGCAGAACCTGCACGACTCCTGCTCAAGGAACCTCTATGTATCCCTCCTGTTGC 

TGTACAAAACCTTCGGATGGAAACTGCACCTGTATTCCCATCCCATCATCCTGGGCTTT 

CGGAAMTTCCTATGGGAGTGGGCCTCAGCCCGTTTCTCTTGGCTCAGTTTACTAGTGC 

CATTTGTTCAGTGGTTCGTAGGGCTTTCCCCCACTGTTTGGCTTTCAGTTATATGGATGA 

TGTGGTATTGGGGGCCMGTCTGTACAGCATCTTGAGTCCCTTTTTACCGCTGTTACCA 

ATTTTCTTTTGTCTTTGGGTATACATTTAA 

FIG. 3 
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Nucleotide sequence 492 to 675 encoding the "a" determinant for the mutant HBV strain. 

T 4g2 AT CAA GGT ATG TTG CCC GTT TGT CCT CTA ATT CCA GGA TCT TCA ACC ACC AGC 
ACG GGA CCA TGC AGA G 561 CC TGC ACG ACT CCT GCT CAA GGA ACC TCT ATG TAT CCC TCC TGT 
TGC TGT ACA AAA CCT TCG GAT GGA AAC TGC ACC TGT ATT CCC ATC CCA TCA TCC TGG GCT 
TTC GGA AAA 675 

FIG.5 




Amino acid sequence of the "a" determinant for the mutant HBV strain 



y 1 00 qgmlpvcpl i 1 1 0 pgssttstgp 1 20 cracttpaqg 1 30 tsmypsccct 1 40 
kpsdgnctc i ! 5q p i psswafgk 1 6q 



FIG.6 



